Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.040; wR factor = 0.124; data-to-parameter ratio = 20.3.
Related literature
For background to the biological activity of hydrazones, see: Abdel-Aziz & Mekawey (2009) . For a related structure, see: Rassem et al. (2012) . For further synthetic details, see: Desai et al. (2000) . For the stability of the temperature controller used in the data collection, see : Cosier & Glazer (1986) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009) (7) and 0.56 (7)° with the C1-C6 and C9-C14 benzene rings, respectively. The acetic acid unit [C15/C16/O3/O4; r.m.s. deviation = 0.0066 Å] is twisted from its attached C9-C14 benzene ring with dihedral angle of 19.48 (6)°. Bond lengths and angles are comparable to those in a related structure (Rassem et al., 2012) .
In the crystal (Fig. 2) , molecules are linked by O3-H1O3···O1, O3-H1O3···N2, N1-H1N1···O4, C5-H5A···O4, C11-H11A···O1 and C15-H15A···O1 hydrogen bonds (Table 1) 
The title compound was prepared by heating 2-(2-formylphenoxy)acetic acid with benzohydrazide in absolute ethanol for 4 h (Desai et al., 2000) . Colourless blocks were obtained by slow evaporation from EtOH/DMF.
Refinement
The atoms H1O3 and H1N1 were located in a difference fourier map. Atom H1O3 was then fixed at its found location [O3-H1O3 = 0.8843 Å] and refined using a riding model with U iso (H) = 1.2U eq (O), whereas the atom H1N1 was refined freely [N1-H1N1 = 0.924 (17) and refined with U iso (H) = 1.2U eq (C).
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009) The molecular structure of the title compound with 50% probability displacement ellipsoids. (Cosier & Glazer, 1986) Symmetry codes: (i) x, −y+1/2, z−1/2; (ii) −x+1, y−1/2, −z−1/2; (iii) −x+1, y+1/2, −z+1/2; (iv) −x+1, −y+1, −z.
